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Background: Tuberculosis and HIV co-infection not only
presents a challenge in diagnosis and therapy but also constitutes
a high burden on healthcare systems. A survey was designed to
study the prevalence of and risk factors for tuberculosis among
antiretroviral-naive HIV-infected adults.
Methods & Materials: A cross-sectional study was conducted
among 2866 HIV patients from 10 provinces in China during
2009 to 2010. Clinical and laboratory investigations including
chest X-ray, acid fast staining and culture were used to identify
tuberculosis cases. Blood samples were collected to determine
CD4+ lymphocyte count. A structured questionnaire was used to
collect socio-demographic characteristics of study subjects. Fac-
tors associated with the presence of tuberculosis were analysed
by logistic regression.
Results: Among the2866patients, 75.3%weremale.Median age
was 40 years. 29.8% had tuberculosis, 23.0%
had pulmonary tuberculosis and 11.9% had extrapulmonary
tuberculosis. The prevalences of smear-positive pulmonary tuber-
culosis and of culture-positive pulmonary tuberculosis were
11.8% and 17.2% , respectively. Tuberculosis was more prevalent
among men, ethnic minority patients, patients with CD4 count of
<200/mm3, andpatientswhowere<50yearsof age. Theprevalence
of tuberculosis differed signiﬁcantly according to province and HIV
transmission route. Tuberculosis was more common in patients
with fever, cough,night sweats, fatigue,weight loss, lossof appetite,
abnormal pulmonary imaging ﬁndings, and history of tuberculo-
sis. In multivariate analysis, having been diagnosed in provinces
Henan (OR=46.863), Jiangxi (OR=8.103), Shanghai (OR=2.273)
and Xinjiang(OR=25.451), male sex (OR=1.333), ethnic minority
(OR=1.620), lower CD4 count (OR=1.382), abnormal pulmonary
imaging (OR=3.539), fever (OR=3.947), cough (OR=2.223), night
sweats (OR=4.461), weight loss (OR=1.830), and history of tuber-
culosis (OR=3.712) were associated with increased adjusted odds
of tuberculosis among HIV patients.
Conclusion: Tuberculosis is highly prevalent among Chinese
adults with newly diagnosed HIV/AIDS. Geographical areas, male
sex, ethnicminority, lower CD4 count, having abnormal pulmonary
imaging ﬁndings, history of tuberculosis, and presenting with non-
speciﬁc symptoms including fever, cough, night sweats or weight
loss were found to be the predicting factors for tuberculosis among
HIV-infected patients.
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Molecular characterization of mycobacterium
tuberculosis strains isolated in India
J. Singh1,∗, P. Kumar2, M. Sankar3, S. Singh2, D.
Couvin4, D.N. Rastogi5, V.M. Katoch6, D.
Chauhan7, M.D.K. Katoch8, C. Rodrigues9, D.
Lakshmi10, D.G. Taori11, D.B. Bhattacharya12, D.
Singh13, S. Swaminathan14
1 All India Institute Of Medical Sciences, New Delhi,
New Delhi, India
2 All India Institute of Medical Sciences, New Delhi,
India
3 All India Institute of Medical Sciences, New Delhi,
Delhi, India
4 CIRAD, Montpellier, France
5 Institute Pasteur de la Guadeloupe, Abymes, France
6 Secretary to Govt.of India, New Delhi-, Delhi, India
7 National JALMA Institute for Leprosy & Other
Mycobacterial Diseases, Agra, UP, India
8 National JALMA Institute for Leprosy & Other
Mycobacterial Diseases, Tajganj, Agra 282001, Agra,
India
9 P. D. Hinduja National Hospital & Medical Research
Centre, Mumbai, India
10 Nizam’s Institute of Medical Sciences, Hyderabad,
India
11 Central India Institute of Medical Sciences,
Nagpur, India
12 IPGME&R, Kolkata, India
13 National Institute of TB and Respiratory Diseases,
New Delhi, India
14 National Institute for Research in Tuberculosis
(ICMR), Chennai, India
Background: Genotypic analyses of Mycobacterium tuberculosis
are essential inunderstanding its epidemiologyand transmission in
a region. Spoligotypingand24LociMIRU-VNTRarewidelyusedPCR
based rapidmethods for genotypingM. tuberculosis complex (MTB)
strains. Only few in-depth analyses of the population structure of
MTB is known from India. In this study we executed genotyping of
M. tuberculosis complex clinical isolates fromdifferent geographical
regions of India.
Methods & Materials: A total of 628 M. tuberculosis iso-
lates were collected from 9 different locations of India viz: New
Delhi (n=64,10.2%); Agra (n=59,9.4%); Punjab (n=61,9.7%); Mum-
bai (n=112,17.8%); Nagpur (n=52,8.3%); Hyderabad (n=94,15%);
Chennai (n=50,8%); Kolkata (n=75,12%), and Assam (n=61,9.7%). All
the isolates were subjected to Spoligotyping and 24 loci MIRU-
VNTR and their patterns were analysed using SIT VIT WEB2 and
MIRU-VNTR plus respectively. Clustering and diversity analysis
(Huner-Gaston Diversity Index) were also performed.
Results: Spoligotyping analysis detected 102 distinct spoligo-
patterns. A total of 536(85.3%) isolates couldbegrouped into85SITs
which matched the pre-existing database. For 34(5.4%) ungrouped
isolates 17 new SITs were created, and for the remaining 58(9.2%)
isolates no SIT number could be ascertained and thesewere consid-
